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FINAL AGENDA

Wednesday, January 23rd

Session 1:
Chair:

17.45

18.00

18.45

19:30

20.00

Plenary Lectures
Francis Stewart

Welcome

Klaus Rajewsky Harvard Medical School, Boston
Conditional mutagenesis and microRNA contro

Rudolf Jaenisch Whitehead Institute, Boston
Stem cells, pluripotency and nuclear reprogramming

Press Conference

Dinner

Thursday, January 24th

Session 2:
Chair
09:00

09:30

10:00

10:30

11:00

11:30

12:00

12:30

13:00

Functional Genomics
Allan Bradley

Wolfgang Wurst Helmholtz Zentrum, Munich
EUCOMM - The European Conditional Mouse Mutagenesis Program

Bill Skarnes Sanger Centre, Cambridge
High-throughput gene targeting

Geoffrey Hicks University of Manitoba

NorCOMM: High Throughput Mammalian Functional Analysis for the Discovery
of Novel Determinants of Human Disease

Frank Grosveld Erasmus University, Rotterdam
High efficiency germ-line transposition in mice

Break

Zoltan lvics Max-Delbriick-Centre, Berlin
Transposon-mediated mutagenesis in rat spermatogonial stem cells

Neal Copeland IMCB, Singapore
Harnessing transposons for cancer gene discovery

David Beier Harvard Medical School, Boston
An ENU screen for mutations that disrupt brain cortical development

Lunch



Session 3:  RNAI/miRNA and Gene Control
Chair: Klaus Rajewsky / Francis Stewart

14.30 Francesco DiGiorgio Stowers Institute, Boston
Interrogating neurodegeneration using embryonic stem cells and
nuclear reprogramming

15.00 Robert Blelloch UCSF, San Francisco
Small RNA Regulation of Embryonic Stem Cells and Mammalian Development

15.30 Changchun Xiao Harvard Medical School, Boston
Lymphoproliferative Disease and Autoimmunity in Mice with
Elevated miR-17-92 Expression in Lymphocytes

15.45 Antony Rodrigues Sanger Centre, Cambridge
MicroRNA Genetics, Targetomics, and Great Balls of Fat
16.00 Jost Seibler Artemis, Cologne
Inducible shRNA expression in mice for gene function analysis
16.15 Ralf Kihn Helmholtz Zentrum, Munich
Expression in mice for gene function analysis
16.30 Break
17.00 Hermann Bujard ZMBH, Heidelberg

Tetracycline Controlled Gene Expression in Transgenic Animals
- A Progress Report -

17.30 Sidney Cambridge Max Planck Institute , Martinsried
Into the light - cellular resolution, doxycycline-dependent photoactivated

17.45 Hansj6érg Hauser Helmholtz Centre, Braunschweig
Stochasticity in autoregulated expression systems

18:00 Manfred Gossen, Max Delbriick Center, Berlin
Functional autonomy of transgenic transcription units

18:15 Frank Edenhofer University of Bonn
Cells under remote control - Modulating cellular functions by direct delivery
of biologically active proteins

19.30 Dinner in the “Braustiber!” in Tegernsee

Friday, January 25th

Session 4: Reprogramming and genome engineering
Chair: Harald v. Melchner

09:00 Hans Schoeler Max Planck Institute, Minster
Induction of pluripotency in somatic and germline cells



09.30

10.00

10:30

11:00

11:30

11.45

12:00

12:30

13:00

Session 5:
Chair:

14.30

15.00

15.30

16.00

16.15

16.45

17.15

17.45

18:15

Allan Bradley Wellcome Trust Sanger Institute
The quest for homozygosity

Andy MacMahon Harvard Medical School, Boston
Andras Nagy Samuel Lunenfeld Institute, Toronto
The NorCOMM allele

Break

Anna Maria Calella University Hospital, Zirich
Function and dysfunction of the prion protein: from mouse genetics to proteomics

Thomas Werner Genomatix, Munich
Progress in computational analyses of cis regulatory elements.

Drew Murphy Regeneron, New York
Megabase engineering to humanize the mouse immunoglobulin clusters

Francis Stewart University of Technology, Dresden
High throughput recombineering for proteomics and allele design

Lunch

New Approaches and Phenotyping
Wolfgang Wurst

Harald von Melchner, University of Frankfurt
High throughput generation of multipurpose alleles in mouse embryonic
stem cells

Philip Soriano, Fred Hutchinson Institute, Seattle
Disruption of multiple PDGF target genes identifies new factors controlling
steroidogenic cells

Glauco Tocchini-Valentini CNR, Monterotondo
Archaeaexpress in the elucidation of the genotype-phenotype relation

Elisabeth Altmaier Helmholtz Zentrum, Munich

Targeted metabolomics for extensive phenotyping of mutant mice: db/db
diabetes mice under roziglitazone treatment.

Break

Steve Brown, MRC, Harwell
The functional annotation of the mouse genome — the challenge of phenotyping

Martin Hrabé de Angelis, Helmholtz Zentrum, Munich
Systemic Phenotyping of Mouse Models - The German Mouse Clinic and beyond

Joe Nadeau, McGill University, Montreal
Genetic architecture and systems properties of complex traits

Concluding remarks



